that crystals of ATP:SMCcd-E1098Q dissolved after a
The arginine finger is among the most conserved residues in SMC proteins ( Figure 4D ). This exceptional confew days, indicating that the observed crystal structure nevertheless shows an active site that is capable of ATP servation indicates that the interaction of the arginine finger with ATP is a key mechanism in the molecular hydrolysis.
function of SMC proteins. The structure and mechanistic role of arginine fingers on the DNA-stimulated activation Conserved Arginine Finger Because the R loop showed a substantial rearrangement of the SMCcd ATPase activity shows a remarkable analogy to the allosteric activation of small GTPases by in response to ATP binding, we tested the effect of the arginine finger (R59) on the DNA-stimulated ATPase GTPase-activating proteins (GAPs). GAPs insert into the active site of G proteins an arginine finger that both activity. We mutated R59 to alanine and performed ATPase activity assays in the presence and absence of DNA.
binds GTP and stimulates GTP hydrolysis [22] . 
